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The greatest crime in human history?  
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When it became clear to me some time ago that the so-called modmRNA injections against 

Covid-19 were by no means safe and effective, and that the NSA and Pentagon (according 

to Robert F. Kennedy Jr.) were significantly involved, I acquired a book on the history of 

killing by Peter Schuster: Criminals, Victims, Saints: A History of Killing 1200-1700 , in 

order to familiarize myself with the barbaric methods of medieval courts of justice.  

It is obviously impossible and also unnecessary to punish all those actively involved with any of 

these methods. Many of these "followers" are themselves victims: The spectrum of side effects 

ranges from long-term COVID, myocarditis , sudden cardiac death, blindness, stroke, kidney 

damage, dementia, etc., to accelerated cancer . To this day, many doctors are unaware that these 

injections were manufactured using a different method (Process 2) than in the Pfizer/BionTech 

approval study (Process 1).  

We now understand why the placebo group was eliminated (for ethical reasons?) by 

administering the active drug: in my opinion, it was to be made impossible to detect long-term 

effects of Process 1 injections in both groups. Therefore, observational studies are necessary for 

the individuals injected using Process 2.  

One of these studies (currently only available as a preprint) can be found here . Sometimes it's 

possible to publish important findings outside of top journals. This can then be used, for example, 

as an argument in court.  

https://pixabay.com/de/users/julientromeur-3630051/?utm_source=link-attribution&utm_medium=referral&utm_campaign=image&utm_content=7111050
https://pixabay.com/de/?utm_source=link-attribution&utm_medium=referral&utm_campaign=image&utm_content=7111050
https://tkp.at/2026/01/21/das-groesste-verbrechen-in-der-menschheitsgeschichte/
https://amzn.to/4jQDhEd
https://link.springer.com/article/10.1007/s00204-025-04252-4
https://www.oncotarget.com/article/28824/text/
https://www.medrxiv.org/content/10.1101/2025.04.25.25326460v2


Observers of the events are noticing increasing aggression against the US Secretary of Health and 

Human Services because of his "vaccine policy." High-ranking scientists like Professor Rolf 

Marschalek are not hesitant to attack Kennedy on social media (@rolfmarschalek.bsky.social). 

The content of this defamation is not quoted here, as it falls under German criminal law, in my 

opinion.  

Marschalek is mentioned because he also acted against the authors of the publication discussed 

below (see @Kevin_McKernan).  

on Substack on January 16, 2026, written in layman's terms Dr. Jessica Rose published a text 

about her publication . It was translated and proofread using Claude.AI Pro.  

RNA:DNA hybrids survive digestion during the production 

of mRNA vaccines.  

The paper, entitled “ RNA:DNA Hybrids Survive Digestion in mRNA Vaccine Manufacturing ”, 

was published on January 13, 2026 in the Journal of Independent Medicine¹ and deals with DNA 

in the vials of the nucleoside-modified RNA-LNP COVID vaccines (Pfizer/BioNTech and 

Moderna).  

It verifies our hypothesis that the DNA in the vials escaped enzymatic degradation during the 

production process because the wrong enzyme was used to remove the DNA at the end of the 

process. This incorrect enzyme, called DNase1, could never degrade RNA:DNA hybrids—which 

inevitably form during the in vitro transcription (IVT) process—and the manufacturers knew this.  

Here is a reminder of the modRNA synthesis process, which is used as part of Process 2.  

 

https://journalofindependentmedicine.org/articles/v02n01a04/
https://journalofindependentmedicine.org/articles/v02n01a04/
https://journalofindependentmedicine.org/articles/v02n01a04/


The DNA template is the exact complement of the RNA produced (newly synthesized) during the 

IVT process, so the RNA strand can naturally politely ask the non-template strand of the double-

stranded DNA to move aside to replace it. When the RNA and DNA strands stick together, which 

they inevitably do, they stick tightly. This is because the N1 methylpseudouridines have a high 

melting point (Tm) , and therefore high temperatures are required to separate them. They are 

sticky.²  

And by the way, when I say that the manufacturers knew this, I mean it.  

“However, the specific activity of DNase I for RNA:DNA hybrids is at least 100 times lower 

than that for dsDNA ( Sutton et al., 1997 ).³⁴  

BioNTech SE, Mainz, Germany.  

Wait a minute, what? A BioNTech team published this in July 2024?  

the authors of this paper worked In fact, all for BioNTech.  

The authors declare that this study was funded by BioNTech SE. The funder's involvement in the 

study is as follows: All authors are current employees of BioNTech SE.  

I would like to remind you that this is another point during the manufacturing/production process 

where the manufacturers made more than one major mistake. The substitution of N1-

methylpseudouridines at every single U-position (there are 801)⁵ was a major error that led to 

many problems such as frameshifting , and as proposed in our work, codon optimization for the 

deposition of coding material in humans via LNPs leads to a significant enrichment of GC 

content.⁶⁷⁸  

The reason why it is so significant that they used DNase1 instead of, for example, DNase-XT to 

degrade potential RNA:DNA hybrids is twofold:  

1. They knew that DNase1 would not efficiently degrade potential hybrids and that all hybrids 

would inevitably be packaged into the LNPs, and  

2. This would lead to the inevitable import of these cancer-causing foreign molecules into the 

cytoplasm and perhaps even the nucleus of cells.  

Were they unaware of the effects of introducing foreign RNA:DNA hybrids into human cells 

through transfection? Did they not fully understand that R-loops directly cause disease in humans 

when they accumulate?  

https://jessicar.substack.com/p/that-substack-about-n1-methylpseudouridines?utm_source=publication-search#footnote-39-139581541
https://jessicar.substack.com/p/that-substack-about-n1-methylpseudouridines?utm_source=publication-search#footnote-39-139581541
https://www.frontiersin.org/journals/molecular-biosciences/articles/10.3389/fmolb.2024.1426129/full#B147
https://jessicar.substack.com/p/that-substack-about-n1-methylpseudouridines?utm_source=publication-search


 

R-loops occur naturally in our cells (mostly during transcription) and can perform physiological 

roles such as supporting gene regulation or replication, but they can also be pathological if they 

are persistent (or cumulative), leading to DNA damage (cancer), replication stress, or 

inflammation.⁹ So, can you imagine—in addition to the normal, ongoing physiological 

processes—what your poor cells have to contend with when confronted with hordes of these 

extra foreign molecules? Wouldn't anyone with half a brain anticipate R-loop accumulation that 

could lead to disease states like cancer?  

The other Pandora's box that clearly illustrates our work is how manufacturers had tests for spike 

DNA detection¹⁰, but only used tests to find KAN DNA. It's like a game of hide-and-seek—on a 

massive scale. But this isn't a game, is it?  

A little about the KAN gene  

The KAN antibiotic resistance gene is the gene that encodes neomycin phosphotransferase II, 

(which confers resistance to [the aminoglycoside] antibiotic kanamycin and is often used as a 

selectable marker in molecular biology plasmids to identify successfully transformed cells → 

such as our infamous E. coli colonies grown on kanamycin-containing medium during the N1-

modRNA-IVT synthesis/production process).  



 

As you can see from Figure 1 in our paper, these DNase1 enzymes, which they used at the end of 

the IVT synthesis process, did not function with RNA:DNA hybrids. However, they did function 

with the other DNA elements from the plasmid that were not designed to produce modRNA—

such as the KAN DNA.  

Do you see the problem?  

Here's a quiz for you: If you were an evil genius and wanted to hide potentially high DNA levels 

from regulators, what would you do and what kind of tests would you run to show low DNA 

levels? You might even want to show high RNA levels.  

I'll give you an important clue: According to a Therapeutic Goods Administration (TGA) 

document ( Residual DNA Quantitation in Moderna mRNA Vaccines by qPCR ), Moderna 

developed and used a qPCR detection method for KAN DNA.¹¹ They also have one for Spike, so 

why didn't they use that one?¹² My guess would be because they knew the KAN DNA results 

would be low to zero, allowing them to claim there was no DNA in the vials. Presto magico!  

 

https://www.tga.gov.au/sites/default/files/2024-09/FOI%205286.PDF


The Moderna SOP-1020 can be found here , and please note that it was written on October 9, 

2020.  

This document describes the method for quantifying residual DNA in Spikevax mRNA vaccines 

using qPCR.  

Residual DNA, yes? Well, not ALL residual DNA, right?  

Why would Moderna explicitly test only for the promoter/enhancer of the kanamycin resistance 

gene, which is a tiny part of the DNA in the vials? Well, because the use of DNase1 resulted in 

the KAN DNA being correctly degraded, but the DNA that produces what the products were 

actually supposed to produce—the spike protein—was not degraded. This spike DNA wasn't 

detected because the manufacturers didn't test for it. This is one of the points Kevin and I first 

demonstrated in May 2023.¹³  

 

And here's another important point. The New England Biolabs (NEB) website for DNase-XT 

states:  

https://www.ema.europa.eu/en/documents/other/spikevax-m32s42-analytical-procedures-sop-1020_en.pdf


“ DNase-XT efficiently removes both double-stranded and single-stranded DNA contamination 

from RNA samples, thus preventing false-positive results in downstream assays such as qRT-

PCR. Unlike DNase I, DNase-XT also digests RNA:DNA hybrids, providing a more optimal 

solution for removing DNA from RNA. ”  

They should have used DNase-XT for DNA removal from the modRNA, not DNase1. They 

should have performed a qPCR for Spike, not KAN. At worst, they should have performed assays 

for both. Charles, Kevin, and I conducted a direct comparison between DNase1 and DNase-XT 

treatment of the Pfizer and Moderna vials in our work. Take a look at Figures 2 and 3.  

 

The distinguishing feature of these results is that DNase1 did not act on the spike because it is 

present in hybrid form . These blue lines show virtually the same trajectory after treatment with 

DNase1; this is not the case after treatment with DNase-XT. These are not small differences. 

They represent a 100- to 1000-fold increase in the degradation of spike DNA.  

Well, it's worth repeating (I've said this several times in interviews) that Charles, Kevin, and I 

completed this work in two days (on Veterans Day, mind you—Charles is a veteran)—meaning 

each of us did the following: 1. qPCR with three primer sets (we also did SV40 in addition to 

Spike and Ori), 2. Fluorometry (to quantify ALL DNA—not just the primer-focused DNA), and 

3. Oxford Nanopore sequencing to see the complete sequences that come out of those vials! 

Please read the paper to find out what we found! Note: The Oxford Nanopore (ONT) sequencing 

also revealed numerous fragments over 200 bp, including a 5,284 bp read that covered a large 

portion of the Spike gene.  



 

Do you believe that? Well done, Charles. That's why it's important to use techniques other than a 

KAN-qPCR assay to search for DNA.  

We accomplished an incredible amount of work in two days, and it was virtually flawless 

because: 1. we had an excellent understanding of the problem before we even touched our 

pipettes, 2. we precisely defined the problem in advance as three separate experiments to be 

performed, and 3. we were guided by Kevin, who carefully walked us through the protocols—he 

is very experienced and knows his own lab and pipettes inside and out. I would especially like to 

thank Kevin for giving up his free time to show us these protocols, and Children's Health Defense 

for helping with some of the reagent costs. I also want to thank Kevin for the dirty work of 

opening the Pfizer/Moderna vacuum-sealed modRNA vials in the bio-hood: they are quite tricky 

to open because they have metal caps and you can cut yourself.  

It still strikes me as insane that people were repeatedly vaccinated (and still are!) with this stuff, 

which should be treated and handled as a biohazard. Moderna's SOP for determining residual 

DNA by qPCR in mRNA in the SECURITY AREA (7.0) recommends that all personnel 

handling these modRNA materials (for qPCR assay preparation) wear appropriate PPE.  

But it's okay to inject this stuff directly into you. And into small children.  



 

All in all, I think the two main messages of our work are:  

1. That we have (ONCE AGAIN) proven that there is DNA in abundant quantities (above 

the already excessively high EMA limit of 10 ng/dose, which is designed for naked DNA) 

in the Pfizer and Moderna COVID-19 “vaccine” vials, and  

2. Why DNA is abundant → easily predictable RNA:DNA hybrids due to improper choice 

of DNA enzyme for product purification during modRNA synthesis.  

We also argue irrefutably why there would never be a way to actually show that there is a lot of 

DNA in the vials: The manufacturers have pre-designed the wrong assays for potential use in 

detection.  

This is not ignorance – this is malice.  

Please read the paper and share it with everyone. It's not a long read and is written for laypeople 

to understand.  
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